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Composition of intestinal flora in people with depression and anxiety
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1. Department of General Practice, Zhongshan Hospital, Fudan University, Shanghai 200032, China
2. Health Management Center, Zhongshan Hospital, Fudan University, Shanghai 200032, China

[ Abstract | Objective: To explore the difference in gut microbiota composition between patients with depressive or
anxiety state and healthy people. Methods: From May 2017 to April 2018, 237 patients of department of general practice and
psychological clinic of Zhongshan Hospital, Fudan University were selected. According to the evaluation of patient health
questionnaire (PHQ-9) and generalized anxiety disorder-7 (GAD-7), they were divided into simple depression group (n=38),
simple anxiety group (n=236), depression combined with anxiety group (n=43) and healthy control group (n=120). Feces of
patients were collected. High-throughput sequencing and bioinformatics were used to analyze diversity and abundance at
different levels of gut microbiota. Results; Compared with the healthy controls, there was no significant difference in alpha and
beta diversity in the simple depression group, simple anxiety group, and depression combined with anxiety group. At the genus
level, the abundance of Clostridium significantly reduced in the simple depression group and simple anxiety group. Conclusions:
There is no significant difference in the structure of gut microbiota between patients with depressive or anxiety state and healthy
people. Clostridium may play a role in the development of depression and anxiety.

[ Key Words ] gut microbiota; depression; anxiety; 16S rRNA sequencing
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PR IR Y 25 S ARSHE R R 2 L BARA TR
4 DU R (arachidonic acid) {5} 2 Fa 78 FF R g
(aminobenzoate degradation) Ffif \ BEMR ALl R 4t
(PTS)., Wi B8 Q 0 4 ¥ & A ( ubiquinone
biosynthesis) . AN 14 1 g W5 B2 W9 £ ¥ & W
(unsaturated fatty acids) JERFERICIHT 2 Bt H ARAR
A T AR T BRAL(P<C0. 05) . BAaliim R4l
AR & JF £ 8 A ¥ A 5 15 5 3l % (calcium
signaling pathway) 1564 1E F (photosynthesis) 4
KACEE B2k AT, Bl AR 4 1) 9 B R A
Wt (pyruvate metabolism) & 4% i T X R4 . 2 7 H
Geita i L (P=0.014) , JWARS I F5 A 43
W (bile secretion) fQHf & 1% W F (K T X IEAL, 22 57
AHIT I L(P=0.015),
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0.008, 0. 046); H 4l £ 8 2 . & I¥ & ]
(Proteobacteria) )7 FE i AR T filt FE X R4 (P =
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(42 S BAF A T e rp B ali AR 20 | 5 ol £ i 2
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WA 2. K BB, RAARH S5 mAas& ot
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(Prevotella) W) F B g & K (P = 0. 031,
0.007),
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BEXIPERAE B8 1 A R, N IRE A A
KPIHFFE. Jiang S0 R IGXE 46 B AR AE &4
130 A RREXT IR 1 FE AR A BEAT T 16S rRNA JII
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NOD (nucleotide binding oligomerization domain)
FeZ AR % 3(NOD-like receptors, NLRP3) 4 PR
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PRSI, SRV RS A BRI T 27 B K AR
E B X R 2 UEAT 16S rRNA U7
RIS AR REVE I O 18T, B 2 AR RE 4L o
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SN T A5 R, (2 76 A RO BIARRE R EAS Jy T, 2
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