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Abstract: The homeostasis of intestinal flora is closely related to the physiological functions of host such as immunity,
metabolism and nutrition. The dysregulation of intestinal flora plays an important role in the progression of asthma, chron-
ic obstructive pulmonary disease (COPD), pneumonia and other diseases. Most of current studies on the association
between intestinal flora and respiratory diseases have focused on asthma. At present, COPD has affected nearly 400 mil-
lion patients globally, with a high prevalence rate, high disability and mortality rates. It is the third leading cause of death in
China, which reduces the quality of life of our residents and is a public health challenge for our country. This article re-
views the relationship of intestinal flora and its metabolites with COPD, summarizes the pathophysiological mechanisms of
the association between the two, and summarizes the current therapeutic strategies for intestinal flora, aiming to provide
more theoretical basis for COPD treatment and highlighting the potential of treating COPD through the gut-lung axis.
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Table 1 Changes in the composition of the intestinal flora in COPD
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Figure 1 Mechanism of action of intestinal flora in influencing
COPD
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