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[Abstract] Objective To explore the molecular genetic advantages and clinical application potential of dental pulp stem cell
(DPSCs)as tissue engineering seed cells. Methods Download DPSCs and Bone marrow mesenchymal stem cells (BM-MSCs)
from GEO database gene expression microarray dataset GSE217636 of BM-MSCs. The differentially expressed genes of DPSCs
and BM-MSCs were screened using the “limma” package in R software. The high-expression differential genes of DPSCs were
analyzed through Gene Ontology(GO)and Kyoto Encyclopedia of Genes and Genomes(KEGG) approaches. The Protein-protein
interaction(PPD network was established to screen key differential genes. Finally,according to the literature, the characteristic
mRNA of each tissue with normalized value greater than 4 in the expression profile of DPSCs was screened. Results Compared
with BM-MSCs, DPSCs significantly expressed Membrane metallo endopeptidase(MME ) which was related to lung development
and Thioredoxin(TXN)which was related to antioxidant. The functions of highly expressed differential genes in DPSCs are mainly
concentrated in cell proliferation and metabolism of proteins, lipids and nucleic acids. Conclusions DPSCs have molecular genetic
advantages over BM-MSCs,and DPSCs may be potential seed cells for tissue engineering.
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