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Treatment of functional constipation based on intestinal flora: research advances
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Abstract: Functional constipation (FC) is a common gastrointestinal disease characterized by defecation difficulty, infre-

quent bowel movements, and dry stools. Recent studies have revealed the relationship between intestinal flora and FC. Pa-

tients with FC have a unique intestinal flora composition, which participates in the occurrence and development of FC by

changing the integrity of the intestinal barrier, affecting intestinal secretion, and interfering with intestinal motility. The in-

testinal flora is one of the potential targets for FC treatment. Supplement of microbiota modulators such as probiotics, preb-

iotics and synbiotics contributes to FC treatment. Fecal microbiota transplantation can rebuild intestinal flora, regulate

metabolisms, increase bowel movements, and improve clinical symptoms. Microecological therapy exhibits significant po-

tential value in FC treatment and is worthy of further research and clinical application.
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Figure 1 Regulation of intestinal barrier, secretory function and motility by intestinal flora and metabolites
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WL, oo LI EEEIR , JF HLZEAEH 4 F S 75 AT 4
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XU FT AT fIE 078 7K 38 I 2R 1 B 2R a6, DT B i 2 fiE
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R HEE R, 7B A R ay 2 2y, g Bos
ARMEBITT S T HENEFEE. SHIKEE
(Prevotella) . K 8 B T 16 J& (Anaerostipes) ¥ ME AT
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WF AR A > R 58 00 22 55 K 56 Jm BR P BEL A% 1 L
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ZH AT A A AEAE ] o 25 AR A3 B UE S ek AT SR SR A
g A TR 2H B A A 2B T RT3 n HEAE YR B, et 2 0
MR % i WG < HEAE 2 ) SRS IR PO, A WIS R
UL AT T S R e 1) G A2 O Wl 35 40 J 1 18 A i 7R {6 A
BAE R ], 2k T B iE s Y, di
G FT 7 7L S F HINOT9 B 2% 7L 1% T T8 HNOO1 B &
IR S A 2R 7 27, 5 R BB AT K T
W& R AT B (Lactobacillus acidophilus) « FH ) A4 ¥T
B B BUE AT T 2L A L K XU AT B2 L A
( Bifidobacterium infantis) J Ik 58 AR W5 0 & A5 50 0l 34
FC B & 7 i 3 5 ¥k W 8 A1 FLER B )8 (Lactococcus) 4
WA FE B, IR R A T8 (Escherichia) « i3
1 J& (Shigella) 20 7 %5 A F WP, $275 G 420X FC 1Y
7 RUCRT B A A O Ak Y T8 R A Ak S B . Y
B, BTG RN D, EEPR IR
m MWkt TR ERR, CTH4T
BT FC HIBF R BUE A R, H X FC 8y 97 &4 S A HIBL
HilAT e i — 2P R R

214 JAETC SR JTRR X 1E FE A R AT 45 00 0 IR
PR B ) R/ TR A B R R R L R TR AR P Y
UG = Y BE T A A /e R A Mg oy . BN
A MAT A, 5 AR TR AR N AT ke HE R T S g
PR B YRR B RR S SR T e, W) I RE e D
2t AE TE RFH a B T BB BRGSO IE L R AT 24
SR B R A M RECY, H AR OGS ATt s b T
A B, W IJE Ok TS A JTiR YT FC M lm R A58 . X
A /D& W 925 B J5 AR T R S 5 g 18 B 77
P KA . AR I B B A IR AR R IR IR T
JHig 5 5 1 /0 B R RE R, i AT A 0 A 4 T Y
S R 03 i T TR RE 5 R BT, JE AR JT X SCFASs AR it
[ A EL A I A F R

2.2 FMT FMT Je fi felt e (A 1% i 3 1 1 A% A 21 32
I AGTE Y, T 32 R B 4 L8 1 e S T Ak
WA, TG YT 5 M 38 ik Ak 2 2% P AH DG 1 D fig

B A5 Bl Y O P AT 4RO, FMT JRJ7 FC (1 1Ifs
IRFRAWI 2, B HE KRN HE . —
T KA A (0] 0 BF 5% S R 8 B M A L IR A A
W B A AT FMT IR I (B AL Y7 50 B 3%, FMT J5 3
A H B RGBT AN 41.3%, I Rk Rl 29%,
KA RCR N 70.3%, HBETZE 36 4 A sk A &%
AT 3K 60.5%0, 1R 7 vt 85 28 ] 30 i 3 % A R
MEEAFRNSEAK, AHRS 7ML FC
BEORAIEEE 34, RiFEdESBES T FMT
BIT, BN H LR, BRES 6 K& R8T
ABW, R IK., &R BRE 3RIBITIE IR IKZE
fif KAl I8 75%5%, FMT Bt A HAM iR 7 ik R R A
BT 80 . FMT B4 2L R4 AT 3 3 o 35 B 16 7R B
PR . $2 T8 W sh 1ok W SR AR % 4F FC R
R AE A AE AR, FMT 6 A2 9 I 3R 97 nl 384 fin TR
ARIFC BHMHME A, kR, e Rd
1 A T R O AR K AR 25 1 A F9E & B FMT
TE 2% fife 5 Bl 1) ) B AT 8 3 ke 3 3 1) R R A
AR, $E7R FMT 0] 52 i 1 —7 il 2 gg 13

FMT W] 5 2 4% A9 i 8 0 1F 435+ O 18 35 S& g AR
W 7, BIFSE & B FMT 88 i 1 2% {F 5 B alpha £
R, FMTIGYT G W B 42 % H (Clostridiales)  Fusic-
atenibacter Fl Paraprevotella 55 40 W B A X = FF 88 i,
I 55 (B AE IR 1 2% i — B0 5 — A5 R FMT
BITE A ERATEE . S HIKREE . D Wi E A
5 45 8 (Blautia) 40 B W /0, 0 AEE AT R AL AT
BB A0 ;I8 & B FMT J5 8 1 AR i ™=
YA E RN - R R R EN L, FS5ATEE
HIR N & CAnaerovibrio) 41 B FAH L, H -
TR B ZE AR FMT AT 38 5k oA A R 9 15 2 11 5 0% 3 6 Fn
WG AR, % R BE i v Na ™= A= (3% i, A
] 4 P 2k B b R A WK Gy, R FRAE R DO, B Ah
FMT ] 15 5-5% 0 i 55 52 i) iy 3 2 g (%) i 28 366 J5
WME A A R,

FMT (97 8005 B SR 78 . A5 RN 77 1 55 2 Fp
PR B — 00 [l Jo P AF 5% 4 o 3 0 B 1 A AT FMT
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N E W2 FMT 3697, I8/ k2 Bk ik e 51 i
(1% F 305 TR T R, R 2 A S B R A R G
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