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Abstract: Intestinal flora plays a pivotal role in human physiology, particularly in the synthesis and metabolism of vitam-
in B. B vitamins, classified as essential micronutrients, are involved in many physiological processes, including energy pro-
duction, neurological maintenance, cardiovascular protection, and erythropoiesis. In addition to dietary intake, certain in-
testinal flora can synthesize B vitamins, which can, in turn, influence the structure and function of intestinal flora. This pa-
per aims to provide a comprehensive review of the intricate interplay between intestinal flora and vitamin B, emphasizing
the beneficial impacts of vitamin B as a potential regulator on the composition and function of intestinal flora. It employs
novel perspectives and strategies of vitamin B regulation to furnish references for the prevention and mitigation of related
intestinal diseases.
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Figure 1 Interactions between vitamin B and intestinal flora
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