i R e Ao 2026 4E 1 H 4538 45 1 # Chin J Microecol, Jan. 2026, Vol. 38 No. 1 < 97 -
P2r ap
g5 ik e

Jn 1B A 0%t da Bl 3 B Y 52 i e AL ) Y BF 5 2

KA, B, FR2, RS, XA
1 R ARl R B B R S TR, 14 )M 5106325
2. BERE KRR SR AR A R AT T S
3. R U A A

WE: HiEMAEYSZEa A BB AR . B3hnl LT & 8 A B b A 25 40w Cn 2L AT B8 8 A SUBE AT 7
JED AT B . B B T8 A Wt is Sh LA IE R, vl 3SR ALK 0932 SRR 1, A IR ] R 0 B iE
Al KR R, MRS R, desh, —Lb35F BS T LU i 08 5 7L 8 X ol 34 5 1 32 19 it )
BEIRM ., AL B BT 554 W X2 B0 2 B 5 i K G G A2 S ALAR 09 ME A LD, LU il i b R 25
A B TG 0B shHLRE 1Y AT RE M R AL ELIS AR L e S %

XKW AER; AR, BWE; wEd; ERYE; S

HESES: Q939 TEARIRE: A XEHS: 1005-376X (2026) 01-0097-06

DOI 4 %5 : 10.13381/j.cnki.cjm.202601012

Impact and mechanism of gut bacteria on athletic performance: research progress
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Abstract: There is a close association between gut microbiota and exercise. Exercise can increase the abundance of bene-
ficial bacteria (such as Lactobacillus and Bifidobacterium) in the gut microbiota. Some gut microorganisms have a positive
impact on motor function, which can enhance human exercise capacity, reduce the adverse effects caused by long-term
high-intensity exercise, and thus improve exercise performance. Moreover, some probiotics can also enhance the endur-
ance exercise performance of the host by strengthening lactic acid metabolism. This review aims to explore the effects of
probiotics on athletic performance and the underlying mechanisms by which they enhance athletic function, with the inten-
tion of providing theoretical basis and practical guidance for the possibility of improving the host's athletic performance
through probiotic supplementation.
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Figure 1 Lactic acid shuttle pathway
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Table 1 Intestinal microbiota that improves exercise performance
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