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Abstract It is very important in theory and application in studying deeply the mechanism of longevity on
centenarians, a standard model of healthy aging. Tt will improved healthy level in later life and reduced
economic burden to actively respond to the challenge of population aging. Lower occurrence of chronic
diseases and strong health resilience are observed in centenarians. Its mechanism is associated with lon-
gevity genes, personality, sex, gut microbiota, economic situation and living environment. In this paper,
the lifespan limit in humans is discussed, focusing on the reliability of lifespan limit in115 years old. The
mechanism of longevity is closely related with longevity genes. It plays a critical role to become a cente-
narian. The scenario in application of mechanism of longevity locates in longevity clinic. Longevity medi-
cine is a new discipline how to extend healthspan. In the paper, it is explored for development of longevi-

ty medicine.
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